
−9.9

−3.1

3.71

10.52
ICGC_Elf1_targets

G
S

Z
mBL
intermediate
non−mBL

TRPM4ZNF804ANFATC1NFATC1NFATC1NFATC1BIKC3orf52MESTEPB41L4BDSG2B4GALT6B4GALT6TLK1TLK1KLHL23DBN1DBN1TTNNPIPB4RALGPS2TAF1CCPT1BCD22SCAF4SUGP2SUGP2EIF3KSND1POGZNFATC3SEPT2LRRFIP1ZC3H7BTAOK1ALPK1PRDX2FAM49BPODNL1SLC35E1ZNF611ZBTB20ZBTB20ADAP2CNTD2E2F1RBFAMZF1MZF1MZF1RPL37ARPL17RPL23RACK1SEC31BTMEM63AEXOC7SNRNP70ZNF224HNRNPLMBD4CPT1BNFATC2IPZNF573C12orf45HNRNPA3DIDO1EIF1HNRNPH1CAMSAP1DIP2AFASTKD2TRIM33MBTD1PCDHGA8ATG16L1APCCFDP1NF1SNAPC4GTF2H3ST3GAL2GSDMBSERHL2LRRK1FANCAFANCAREXO5REXO5GIT2WDR33HSPA4KPNA1INTS7SMAD5SMAD5BRWD1BRWD1DNMBPRASAL1KCNH2KCNH2RNFT2RNFT2HRKHRKIRS1SMARCA4SMARCA4SMARCA4SMARCA4SMARCA4YPEL1GPSM2GPSM2PSRC1NEIL3URB2EXO1CENPEPRDX2PAFAH1B3MPHOSPH9EFCAB2RIC8BGRAPEPM2AEPM2AZNF516FCHO1DYRK3PRDM10PRDM10BORCS8KYAT1GTPBP3RPS21BANPFGFR1OPRBM12RRP15RSL1D1RSL1D1JRKJRKTOP3BSMIM7ZNF26FAM168BDHX35BGLAPC1orf56TIPRLKANSL1LZNF652POGZPCYOX1LSETD6EIF2S2SLC16A1SLC16A1SLC16A1CBFA2T3XYLT1ELOVL6ELOVL6TFDP2TFDP2HEY2DNMT3BNUDT6EPN2EPN2SERPINI1MZB1ACP6COQ8APEMTHOMER3HOMER3ARHGAP44NVLRWDD2BPRKAB1CANT1TRAPPC6ASHARPINUSE1USE1ZNF335ARHGEF1LMF2BCL7CAKT1CDK5ARF5SLC4A2DNPEPKEAP1COMTDESI1CDC42BPBCIZ1CIZ1HIRIP3CTNNAL1CEP76TRIM24ARMC8ASTE1CNTRLTRMOCCDC93RANBP10HAUS5ZNF23ILVBLABCF2CEP131DDX28HPS4CEP97SMG7MED25DHX34PPIL2TRIM33APCSTAG1C10orf88HIRAGNAI3PPM1DPTPN4ZNF337SUMO1TOR1AIP2AKAP8RAB11FIP2PDZD8ATG12FKRPGID4SIK2RC3H2PAK4SPA17KNOP1ZNF668LIPESENP5RABL3ODF2CDK5RAP2ZNF574PPIL2PPIL2ASXL1KMT2AKMT2ASLC37A4TMCO6KLHDC4ATRRABL6KPTNUBE2OPOU2F1JADE1SPG7QTRT1TARBP1ZXDCUSP36ATG4BCOX4I1EZH1L3MBTL1DCUN1D2RBM19TRMT1RIMBP2MAP2K3IPO9DIEXFSMAD1PLA2G15SLC7A6DGKDMYBPC2N4BP3ENDOGTNNI1SNTA1GNB1LMNX1SGF29KIZAPCNDRG3SCARB1SCARB1LIMS2EFNA3URB1SETD4PRKCAPRKCAEAF2CUX1CUX1HIP1RATPAF2RANBP1GTF3C5MBPBCAT2PRDM13MSTO1PRMT7NOC4LPPANPDCD11TWNKCD3EAPRITA1TMEM97PTGES3L−AARSD1MRPS12GATBMCATEXOSC4C8orf33KATNB1APRTLIG3RRP7ARRP7AIMP4ECSITSLC7A5RPL23ZNF302SPAG16STX2STX2MAPK12IFT81EFNA4CYB5BFARSAGARTSARS2TMEM177UBE2L3ZNF354ACHEK2TAF1ACENPFNEK2CENPFDUS4LNENFINTS7SLC41A3ZNF783ZNF783UBAP2LC5orf30OPA1OPA1METTL8SIK3SIK3PDSS2MCM9PEX7PEX7REV3LHBS1LTIMM8AAGO2CAMSAP1CAMSAP1SLC17A7TFCP2L1MAP2K6KIAA0040KIAA0040ARHGEF12PDLIM7TOM1L2PAQR6STARD3ANXA9AP1M2APOBEC3GTRIB1SERTAD3CCDC102BSHOX2TOR1AZNF189OGFOD3GSSFAAP100NKIRAS2SLC35B1ZNF688APLP1SLC11A1SLC11A1ISOC2GPAA1FBXL6ERFPTOV1IRF2BP1SCAND1ABHD8HSF1MKL1KLC1TTLL4ANKZF1KIFAP3NME7ING1ABI2ABI2GTSE1BRCA1GTSE1MKI67TOP2AMKI67USP13POLQNCAPG2ATAD2ECT2SKA1CDC45CDC6CDC6SNRPA1TBCCD1ERI2CCP110RBL1BRCA1TAF5PARD6APSMC3IPDSCC1C1orf112ASF1BCENPMKIF22DTYMKBBS7PLK4PLK4HADHDMC1DMC1NCAPH2RPL39LHLTFBRD3OSCERKIFT27SLC39A4CDKN2DIFT122PCIF1RNMTIKZF5EIF5A2PRKCIYOD1IFRD1RCOR3CBLL1PIGLTIMM50GIT2WDR25GRB7NMT1SMG9DYRK1BWDR59FABP6FZD6B9D1ALDH3A2ALDH3A2ALDH3A2PRR5PRR5CBR1BOLA1MOKINPP5JKHDRBS3CXADRTCTN2ZNF528ZNF552PIGNPOLIZCCHC2ZNF236CTDP1ATP9BPIAS2ACAA2FECHSLC27A5ZNF580GCATGCATIMPA2SLC19A2DDX17DDX17DDX17SIL1CBX6UHRF1BP1LIRGQCOL4A3TOB2ANKRD11PRRC2CSQLEGOLIM4PRRC1RSRC1KLHDC10SIKE1ODR4GOLGA2GOLGA2TGFBRAP1XPNPEP3BAG5SMG1NEK1TTC3FAF2SPAG9TOP1DESI2ESF1CCDC15ZBTB43STK4GSK3BTRAK2BBXDYNC1LI2SLC26A2ZNF264RBM41KMT2ASNTB2KIF3AKMT2AGPATCH8CXorf57CUX2HBEGFHBEGFMYBLEF1LEF1PHGDHPRKAR2BLIG1SHMT1TRABDRITA1BCL7ABCL7ADMAC2NLE1UCK2NOLC1AKAP1EXOSC2MPHOSPH9RFC5BRIP1SAP30SAP30BIRC5BIRC5CENPNPARPBPPLK1UBE2CTFDP1TEX30SIVA1GINS3LIG3RAD51DETFDHETFDHPOLR2DDIEXFASB1CHTOPCNOT9OXR1NXPE3METTL2BPNMTSIAH1CCNT2UGT8HSDL2U2SURPCBR4PGGT1BTMEM183APGRMC2LIG4ASF1AANKRD46FHFHUQCC1NECAB3ACTR3BMYCFAM216APUS7PKP4PKP4ASPSCR1CENPXC17orf75TRA2BCOQ7ST14ST14PLS1PRKCIPRKCIWASF1NREPNREPMLLT11TMEFF1TMEFF1PHLPP1TMSB15BVPREB3HIP1RHIP1RSMAD1KANK2SYNE1H1FXHMCESHMCESDEPTORPRKCAZCCHC14GAREM1DEF8KCNN3KCNN3RAB25HTR3AHTR3ASLCO4A1AKAP12PTP4A3PTP4A3PDLIM3COL5A1COL5A1COL5A1COL1A1COL1A1COL1A1SLAMF1DENND3DENND3HEG1SLC12A8ADARB1PDE9ATCTN1BCAS4CD19IL4RCD79AGGA2GGA2SOBPABLIM1ABLIM1KMOKMOKMOCCL17EPHB1MEF2BSEMA4ASYBUCEACAM1CEACAM1CEACAM1COL9A3FAM46CTNFRSF13BBSPRYHLFHLFHLFEPHA4ATF3SOCS3UNC119POU2F2SERPINB8BATF3IGSF3DGKGFA2HGRAMD1BADAADATRPM2CX3CL1CX3CL1CNTNAP1ST7CREB3L2TCF4TCF4TCF4TCF4TCF4TCF4SPINT2WWC1AMFRAMFRSRSF6HNRNPLCASP2CASP2CASP2SSH1NFAT5SEC14L1SEC14L1RABGAP1LIFNAR2HIPK1MED1BPTFPRRC2CCEP350ATF6SNX27BNIP3BNIP3SORL1SORL1CD22CD22CD22MICAL3CYFIP2PTPN18MGAT3P4HA2TMEM45AKDELR3KDELR3GFPT2WNT2DPYSL3DPYSL3ADAM12ADAM12CRISPLD2PLAURPLAURCFHCFHLGALS3BPRIN2SMAD7PLXNB2TNCMYLKRPS6KA2EMP2CDK18KCTD3CAMSAP2CAMSAP2MGST2LXNNUAK1PDGFCC1orf115EFNB2EFNB2TSPAN12EFNA1JAG1JAG1NCKAP1TAGLNTGFB1I1SEPT10PPICWWTR1COL4A2SPARCPIK3C2BJUPAIM2GRAMD1CCD40RHOFCD40CD40CIITASLC6A16BCAS1GNASALDOCHILPDAKCNK1KCNK1SORBS2FHOD3LARGE1BCRBCRRABIFENSASTK17BSTK17BNR3C1LANCL1GCGRWWOXCWF19L1BAIAP2MAPK9CCT6BPRR7MYH13CDK19CIITAMRPL44PPP1R7ACOX1ARFIP1SNAP25CXXC4TTC3SRPK2GRAMD4AACSMMP11LHPPMGMTTMEM161AADORA2BLYL1DEPDC5MAST3TRAF5MGAT5PDE4APDE4APYCR1SARDHTCEA2SKP1INPP5ACELSR1PSMD11H3F3BNR2F6RPL31RPL28SATB2SPINK5S100A14TRIM29DSG3KIF5CSYT11SYT11ANKEF1OVOL2TMC5DNAAF1SMPD2GRIN1CKAP4CKAP4MPSTTSTPINLYPCEP70FAIMCYLDCYLDAKTIPADGRG1PDE4DIPGPRC5BZNF423ENGHLXASB6COPZ2TPST2YWHAZCD2BP2TMED1EPORN4BP1PPP1R3DOSBPL1AOSBPL1AHPS1TECPR2FARP2BCAS3C10orf76C10orf76LAMP1B4GALT4ZNF79TRIM36DZANK1NETO2CNIH3RFC5PPP2R1BF5CDC42BPACEP170BTBC1D9BTBC1D9BLLGL2KLHL22TBC1D22AKLHL26EPHB1TMPRSS6TTC28IVNS1ABPPAX2IL12AATXN7L1HSPA4LSLC47A1CDC42BPAPLXNA2DIXDC1DDR2FNDC3BEML1LRP12LAMC1CAVIN1ATP6V0E2CPED1F12HPDAPOA1APOA1CPS1AHSGRELNETS2ETS2ADGRG6BCHEASS1ITSN1QSOX1AKT3DPP4DPP4FZD5TRIM2KIF16BHDAC4KCTD13GOLGA3DGCR8PDXKCHFRWWTR1GAP43PXNCPDELMO2KLHL3CBFA2T2PLAGL2SPATA2ANKHD1−EIF4EBP3MIA3N4BP1SLC9A8CES2CES2ZNF324CEP164SLC12A9HPS1TMEM231POGLUT1TMCC1LRCH3KPNA1RALGPS1MAP3K4ARMC8RASA2ZBTB44SNX19SNX19HMHB1KCNQ2MED13LZDHHC14ESRRGNR3C2CHPT1KDELC1ACVR2ANF1TUFT1PLEKHA1NHLRC2MSANTD2PSMD12MAP4K4ZNF268ZNF84ZNF551ZNF180ZNF14ZNF799ZNF432IL24CSF3LMNASUGP1ZNF277TMCO6YIPF2VPS35LSLFN12DLGAP4TLDC1TRIM2SCCPDHSCCPDHTRAF3IP2SPOCK1PGBD5SREBF1GAS7IRF5ARHGEF4GLTPMEF2AMEF2AGPD2TANKAFDNPCYT1ABCAP29ABCC3RNF19ARNF146KCNJ5GPR132ADNP2ADNP2SOX30SIGLEC6SIGLEC6PPP3CACBLBPPDPFSLC2A4RGMAGEF1WWOXMVKSLC9A5TMEM121ZNF667CD47NPIPB4ATMSCAF4KMT2ALARP1TAF4BDGCR2DDX51CPSF1LIPETRIM25CASP2E2F4TM9SF4SMTNSLC17A9OGFRST3GAL2GGA3LEF1ZBTB7BPRKCBPPP1R16BSNNABCG1ZNF350MAFGMLXIPRAPGEF6RUBCNSPATA2TBC1D13DNAL4ATP2C1ATP2C1FMO1RGS16RGS16FOSBDUSP1DUSP1RGS2EGR1EGR1COMPALDH1A3PTGISFBLN1FBLN1CKBTUBB6NRCAMNRCAMNRGNPODXLNESCOL15A1COL4A2COL4A1NID1NID1COL18A1COL5A3ANGPTL2ANGPTL2THY1THY1THY1COL6A3PDGFRBPLVAPMCAMMCAMMAP2K6DENND1ASLC16A6PPP2R5CPECRST8SIA4RBL2HOXB7HOXB7SDF2L1ALG3SSR3STT3AUBE2MLSM12LHX2MX1USP18OAS1OAS1OAS2OAS3SMPD3SPNSPNCAMK4PMAIP1PMAIP1FERSPTAN1MXD3EEF1A2MYLPFTNNC2ARVCFARVCFSH2B1SQSTM1PSMD4PRXRAB40BSPNCDH15FUT7CDC42EP4PTGESJAM3PMEPA1TUBA4BZER1ARSAAPOBEC3FEPORTRMT2BPIP5K1ASTC2S100A1TCAPCRXRNF125PRR5−ARHGAP8PRR5−ARHGAP8EVPLTNFAIP1POU2F2DPEP3EPB41L1HOXB6DOK4FAXDC2RAMP1GRM1NRG2PIPOXZNF646MEGF8RGPD8PTPN3NECTIN1SLC12A3MARC1WFDC2MX2ECE2NDRG4CRABP2TSPOAP1MPPE1RGS7NIPSNAP3BRAMP2AKAP7PNPLA3LHBAPOL2ABCB9PPP1R15AMARK4HSF4ELAVL3PTGER1RTEL1RPRMRPL26L1AHI1TNK2RFNGZNF428WDR60SYT2NNATCACFD1A4GALTSNED1MECOMERN2CACNA1AKIAA0141CHRNB2HIST2H2BETMEM184BCSNK1ECHPFPPP1R26CEACAM21CEACAM21SRPK2LAX1ANXA6EYA4GIPC1C1orf106F11RL3MBTL1OLFML2ASIDT2FDXRPLECTAOK2BBC3CICSH3BP1FMNL1ULK1TP53BP2PLEKHO1RHOCTOM1LTBP4LTBP4DLGAP4DLGAP4RNF2CCDC106NPEPL1GTF3C1GLG1GLG1CORO2ACOL4A4COL4A3COL4A3TMEM159PCSK7SETXLRRC61MAPK11LPAR1TOR4APRKAG2SLC9A3R1SELPLGSELPLGCLIP3VAC14ACSF2C2CD2LC11orf71CUEDC1COMTRAB36KLF15TMOD1INPP1NAB1NAB1PEPDFECHWDR7GCAS100BPRDM1SPAG4SEC61A1MAPKAPK2MAPKAPK2FAM118AINSIG1SKILTBL1XR1DCAF8PCYT1AEML2AHCYL2GALNT3NR4A3NR4A2NR4A2NR4A2C2CD2TPK1CRY1TCF7L2TCF7L2TCF7L2TCF7L2TCF7L2HOXB2RASIP1THBDTHBDFXYD2FXYD2EPHX1MGST3IGFBP4CRATSLC25A28TCF7TCF7FMO2FMO3FMO3PAHFMO5ESR1KCNMB1GNG4LYSTIL15STAT4DPEP2RALGDSMICAL1PBXIP1PBXIP1PRMT2PIK3IP1RIPOR1ZNF467BIRC7SLC12A4PSEN2FKBP15KLHL22FMO4JADE2JADE2ITGALRGS10DENND2DHS3ST2TNS1SYNPOATP2B4NCK2KLF7PIGRPYGBENTPD6SYNJ2SYNJ2CLTCL1KLK1SOX9SOX9GNALGNALGNALBAZ2BKDM7AMOB4ASCL1FZD7FZD7SLC30A1KIAA0513APPACVR1DISC1ADA2SASH1MGLLENGASEITGA6ITGA6PIEZO1GSE1GSE1LSRIL27RAIL27RAITGB5RCAN1JAM2AXLPLD3GAATIMP2APOL6QPRTRTN2RTN2BLVRBDOCK4IGSF6SCPEP1PLCL1PLD1PLD1SLC39A8SLC39A8CMKLR1SAMHD1NRP2CITED2CITED2TFPITFPITFPIHSPA13DNAJB9TVP23CSOAT1STAM2BLZF1KLHL20SLC37A1SPAG1DENND1BZMAT3HEG1RAB3GAP2ASAP1ASTN2ASTN2RYR2CHST15KLHDC10WDR91CDK19KLHL24KLHL24LPPSSTR2LPPSSTR2CHRNA1PRDM12USP2LSAMPHIST3H2APLCG1GRK5GRK5PITPNC1TIAM1TIAM1LDLRLDLRIMPACTCYB5ACYB5ACYB5ANAB1MFSD6CLIP1CLIP1RDXRDXDUSP3RALBTPM4LIMK2ELMO2NPATRIOK3MALT1TRAF3TRAF3CD226IL12BTTC38DCLRE1APCOLCE2USTPDK2PCCAGALNSACADSMICALL1CASP6HHATPHTF1PHTF1HEXIM1PAOXEDEM2FUT7MAPK11NOS3TSHZ2HPGDHPGDHPGDTESTESTPD52L1TRIM16PDLIM4HSPB8SYNDIG1DNM1CDC42EP4CDC42EP4SELENBP1FBLN1GLT8D2RRADCEACAM5FXYD3CDH3DSC2LYPD3CEACAM6CEACAM6CLIC3PKP1NECTIN2ADAMTS2CYB561CTSEMUC1PRELPMXI1PBX1PRRC2BMAPRE2CXCR5CXCR5ATP11ATMC6CYTH1RAPGEF1RELBNFKB2VAV2VAV2BCL3JAK3JAK3CNPPD1BCL2L11BCL2L11ADAM8MBD1MAPKAPK2JUNDJUNDARHGDIAPLECU2AF2AKT2AKT2MFNGEZRSQLESCDSCDSCDCD84CD84CD84EPRSTPRPTPN11PTPN11SIKE1DESI2GARTCBFBPPP2R1BPPP2R1BNEK2PLK4GNA13CD46ERLIN1SCYL2SPAG9FBXO38BUB1ATP13A3GALNT2MAN1A1MAN1A1LMAN1LMAN1CASP8TOR1AIP1SENP7WARSIGF2RUTRNMERTKMERTKCPDCPDATP9BHIPK2RYKRYKDCTDHSP90B1SBF1ST6GAL1STX16PIP5K1APIP5K1AETS1FLI1FBXW11HSPA4CDV3PSD4MCM3APMCL1COPASRPRABTG2ENGARHGEF2PBXIP1TAF1CCDK9FKBP8FKBP8SH3GLB2EIF4G1ILF3PATZ1PATZ1PRPF6HSF1NCBP1TNPO2TOP3BSBF1SLC19A1RANGAP1DCAF15ST6GALNAC4ST6GALNAC4PDK2WIZFOXRED2NR2F6MLXIPMTA1CBX4SEPT9PXNATXN2LMYO9BNIPSNAP1NIPSNAP1SFSWAPMAZH2AFXCXCR4CXCR4MTSS1MTSS1MTSS1SNTB1SNTB1TMCC2BICDL1TPCN1APLP2APLP2APLP2HDAC5NUAK2FAM117APBX3PPM1ERAD50GATCSART3CDC27HS6ST1WASHC4NLKOPA3PLEKHB2EXOC7DCAF7IKZF3TTPALNCOA3NCOA3UBE2HUBE2HGLSGLSPRKAB1PDK1SS18FKBP15ATP6V1ANBR1CAMKK2RASA3TGFBR1ELK4AFF3MDM4HNRNPH1HNRNPUFUSKIF22GGA2DHX9DHX9EHMT1EZRMAP3K2PDCLAGFG1STAM2VPS26COSGEPL1RNFT1DBTDBTTMCO1PEX19ZPR1METTL13DEDDSMG7C18orf25GLE1PTBP3PTBP3ARNTCNOT4EDEM3PGGT1BTMEM38BCLCN3CDC40HSF2DLG1PRUNE1GALNT10TMCO3LINS1POLR3FMAN1A2ZNF780ADCAF17ZNF473ZNF614SLC25A12RPEZNF330C17orf80MPZL1MPZL1CALUCALUSEC63CD164SLC35E1KDELR1G6PC3BCL2L1BCL2L1RECQL5TRAF4MVDNUCB1LAMP1INPP5DFLOT2AGPAT3PDPRARFGEF2AFF4GSTM4GSTM4GSTM4GSTM4CHI3L2NOL4PIK3CGPIK3CGBCL6BCL6ITPKBPTK2PTK2PCDHGA5PCDHGA5PCDHGA5PCDHGA5PCDHGA5PCDHGC3SKAP1IRF5ZBTB38WHRNWHRNPASKPASKPASKGNAZRSPH14CACNA1ACACNA1APDLIM7RIPOR1BIN1BIN1BIN1BIN1BIN1SP140SP110CBR3INSM1KIF21BTRAF3IP3TRAF3IP3HEATR6SETBP1PCTPATP1B1ATP1B1MAP7MAP7MAP7HIPK2CHPF2APPRRBP1RRBP1RRBP1TCEAL1CD200CD200IL18R1TBC1D8F5PLAGL1PLAGL1PLAGL1MAP3K5MAP3K5PHACTR2PHACTR2PHACTR2ZNF862SIDT1MARCH3CYBRD1ADPRHBMPR2BMPR2FAM149AFAM149AFAM149AMOCOSEHHADHULK2ULK2ARMCX5CDH2CDH2P3H2VASH2PIEZO2PFN2CRYMISYNA1ZNF512BZNF512BZNF91ZNF254ZNF93ZNF415ZNF492ZNF222ZNF155ZNF529ZNF813ZNF571ZFP30ZNF345ZNF83RECQL5RECQL5DZIP3DIDO1ERCC2ZNF134ZNF274ZNF329ZNF304ZNF419HEATR6ARHGAP17MBPATF5ATF5FAM222BUSF2TBC1D22ASIPA1L3SIPA1L3RUNX1ALCAMALCAMZNF532NEDD4LNEDD4LBCL2BCL2GAB1BBIP1PDCD4PDCD4PDCD4PDCD4RAB40BCD55OPN3PDE4DIPPDE4DIPPDE4DIPPDE4DIPBPGMDOPEY2VAV3VAV3GALNT12LDLRAD4LDLRAD4LDLRAD4CD1DPTPN22PTPN22QRSL1QRSL1ADPRMITGA4ITGA4CD5LFCGR2BVPS37BITM2CS1PR1KLF2STAT1STAT1STAT1QKINOTCH2APOBEC3FGM2AGM2AGM2APIK3IP1SESN1AKAP7EPB41L2EPB41L2H1F0LY6EFCGR3AGPX3GPX3HSPA6APOBEC3ACD300ACD300AIQCGBANK1CR2BACE2DUSP5ZBTB32PARVBPARVBPARVBPARVBETV5ETV5ETV5PTPN1DOCK10ADAM8CFLARCFLARCFLARCFLARCFLARCFLARRAB29RAB29IL10RABCL3HCKCDK5R1IL21RIL21RMDFICMDFICNCF2IL2RBSTX11CHST2CD58CD58CD58CHIT1NUPR1MARCOCPHSD11B1MT1EMT1XMT1XMT2AMT1FMT1FMT1FCST7NKG7RYR1APOL2TRPS1SHTN1PSEN2DHRS7BSTAT5ATRAF1MAP3K14SNX11FNBP1FNBP1STAT3STAT3CFLARCFLARCFLARCBX7NOD2LGALS9IFI35SLC35G2KDM5BKDM5BKDM5BINPP5FSPATA20LPAR2LPAR2DNAJB2ZFHX3ABCA5TCAF1TCAF1GRAMD2BWIPI1WIPI1PAMPAMSIAH2SFT2D2CYB5R1MR1MR1GPATCH2TRPV2TRADDMVPSRCPLXNA1RALGDSITGAXP2RX4ADGRE5ETHE1LY75TNFAIP3TNFAIP3ZYXZYXITGB2CSF2RBSGK1GSNCTSAAPOEAPOECALHM2CALHM2LGALS1EMP3SFXN3CTNNA1CTNNA1TSPOS100A6TGM2CD93DUSP3DUSP3BAG3CAPN2CYB561MAFFG0S2NQO1SOD2SOD2PLXND1SPHK1STEAP3SLC16A3SLC16A3ITGAMCTBP2RRASST3GAL1FHOD1KCNN4RXRARXRAIL6RIL6RGALNT11CERS6CERS6SELLFAM129AFAM129AASCL1ASCL1ITKCD2CRTAMSTAT1IRF1APOL3LCP2LCP2GIMAP6GIMAP5GIMAP5CD247IL1R2IL1R2SOCS1GSNRARRES2RARRES1RARRES1RARRES1CDH1PERPCR1CR1CHKBWSB1WSB1SLC16A3DBNDD2ICAM1ICAM1ICAM1GPR137BACSL1ACSL1TFECRAB20TNFAIP2TYMPCSF1RCSF1CHST11LGALS8LGALS8LGALS8LGALS8MARCH1CTSZDDX60TDRD7STAT1IFIH1PLSCR1CD302DSEGRK3SP100VASPUGCGZEB2SLC25A24TGM2TGM2GLULCMKLR1HMOX1TBC1D9TBC1D9FHL2TNFRSF11BTNFRSF11BFYNFYNFYNSH2D2ATBX21CYTH4NACC2PLEKHF1PLA1AINPP4BUBASH3AGAS7GAS7GAS7RAPGEF2RAPGEF2KCNJ2SECTM1PSTPIP2PLTPADGRE2CD14SLC31A2QKIMAFBRGL1DRAM1CST3RNF130STOMTMBIM1TNIP3SLC31A1CD33ATF6TCN2DNASE2ARHGEF11ARHGEF11TNIKTNIKTNIKPTPRN2PTPRN2NRIP1NRIP1LPAR1ABCC3PLA2G4CNCALDADRA2AHES1HES1ACKR3MYO1DSEPT8SEPT8LAMP3MREGMMP9CYP27A1CEBPASOCS1BIRC3CD80DUSP10DUSP10PDE4DIPALDH2ACP5PTGIRSLC2A6RGS1RGS1SLC7A11SLC7A11CCL22FEZ1CCR10CETPSYT17TESCBCL2CCR7FCMRFCMR

−3 3.2∆ e



−6

−4

−2

0

2

4

6

ICGC_Elf1_targets
G

S
Z

on
−
off

# features = 7276

1

130



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

ICGC_Elf1_targets
G

S
Z


